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CURRICULUM VITAE 

BI-CHENG WANG 
(Updated 03/28/2016) 

 

Personal: 
 Name: Bi-Cheng (B.C.) Wang   
  
Address: 
 Office: B204A, The Fred C. Davison Life Sciences Complex 
  Department of Biochemistry & Molecular Biology 
  120 Green Street 
  University of Georgia   
  Athens, GA  30602-7229 
   
 Phone:  706-542-1747(Office) 706-340-5036 (Mobile) Fax:  706-542-3077 
 E-mail:  bcwang@uga.edu   
   
Education: 
 Cheng Kung University, Taiwan B.Sc. in Chemical Engineering 1960 
 University of Arkansas Ph.D. in Chemistry 1968 
 California Institute of Technology Postdoctoral  1968-1970 
 
Professional Appointments: 

 
Research Associate, University of Pittsburgh 07/70 - 05/71 
Research Chemist, VA Medical Center, Pittsburgh, PA 05/71 - 04/86 
Assistant Professor (Adjunct), University of Pittsburgh  10/74 - 12/78 
Assistant Chief, Biocrystallography Laboratory, VA Medical Center, Pittsburgh, PA 01/76 - 04/86  
Associate Professor (Adjunct), University of Pittsburgh 01/79 - 05/85 
Professor (Adjunct), University of Pittsburgh 06/85 - 04/86 
Professor, Department of Crystallography and Department of Biological   

Sciences, University of Pittsburgh  05/86 - 04/95 
Professor (Adjunct), Institute of Molecular Biology, Academia Sinica, Taiwan, R.O.C. 04/90 – present  
Professor (Adjunct), University of Pittsburgh 05/95 – 05/00 
Professor of Biochemistry and Molecular Biology, University of Georgia 05/95 - present 
Eminent Scholar in Structural Biology (X-ray Crystallography), Georgia Research Alliance and    

University of Georgia  05/95 - present  
Director, Southeast Regional Collaborative Access Team for Synchrotron beam lines at APS 10/97- present 
Director, Southeast Collaboratory for Structural Genomics 09/00 – 06/07 
Professor (Visiting), Tainjin Medical University, China 11/05 – 10/10 
Professor (Adjunct), Institute of Biophysics, Chinese Academy of Sciences, China 11/05 – 10/13 
Professor (Adjunct), College of Life Sciences, National Tsing Hua University, Taiwan 07/06 - present 

 
Professional & Community Services: 

 
Co-Editor, Crystallographic Reviews, Taylor & Francis 1984-1993 
Program Chairman, Pittsburgh Diffraction Conference 1988 
President, Pittsburgh Diffraction Society 1989 
Chairman Search Committee Member, Department of Biological Sciences, Univ. of Pittsburgh  1989-1990 
University Research Council Member, University of Pittsburgh  1989-1992 
Project Leader, Crystallography Program, Institute of Molecular Biology, Academia Sinica, ROC 1990-1992 
Scientific Review Committee Member, Biophysical Chemistry Study Section, NIH  1989-1993  
Chair, Faculty Search Committee, Department of Biochemistry and Molecular Biology, UGA  1997 
Member, Task Group for the Evaluation of NASA’s Biotechnology Facility for the International   
 Space Station 1999 
Co-Chair, Faculty Search Committee, Department of Biochemistry and Molecular Biology, UGA  2001 
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Co-Director, ACA Summer School in Crystallography, University of Pittsburgh  1993-1996 
Director, ACA Summer School in Crystallography, University of Georgia  1997–2001 
Founding Director, Southeast Regional Collaborative Access Team for Synchrotron  
 beamlines at Advanced Photon Sources, Argonne National Laboratory 1997-present 

Director, Executive Board, Southeast Regional Collaborative Access Team 1999-present 

Member, Scientific Advisory Board, Bruker AXS Inc. 2000-2012 
Member, Scientific Advisory Board, Institute of Biochemistry, Taiwan, Republic of China  2002-2004 
Member, University Research Computing Committee, University of Georgia 2003-2009 
Editor, The SER-CAT SPECTRUM 2003-2009 
Member, Advisory Committee, Institute of Bioinformatics, University of Georgia  2003-2009 
Member, Advisory Board, UGA Bioexpression & Fermentation Facility    2003-2009 
Member, Scientific Advisory Board, Institute of Biophysics, Chinese Academy of Science, China 2004-2010 
Member, Committee of Visitors, Life Science Program, US Department of Energy 2005 
Member, Institute Laboratories Advisory Council, RIKEN Discovery Research Institute, Japan  2005 
Member, International Advisory Com., 2006 International Conference on Structural Genomics 2005-2006 
Chair, External Scientific Advisory Committee, Center for Eukaryotic Structural Genomics 2005-2010 
Chair, Organizing Committee, 1

st
 Annual UK-Southeast USA Symposium on Structural Genomics 

  and Proteomics of Membrane and Metalloproteins 2005-2006 
Coordinator (US), Global Initiative for Structural Proteomics (USA, UK, Canada, China)  2006-2010 
Member, Scientific Advisory Board, College of Life Sciences, Tsinghua University, Taiwan, ROC 2006-present 
Member, Scientific Review Committee, SPring-8 Center, RIKEN Harima Institute, Japan  2007 
Member, Scientific Advisory Board, 3D Biolaboratory Ltd Co, Beijing, China    2009-2011 
Member, Scientific Advisory Board for NASA project, Comprehensive Analysis of Microgravity 2012-2015 
  Protein Crystallization at the University of Alabama at Birmingham 
Member, University Tenure Review Committee, University of Georgia. 2012-2014 
Member, Scientific Advisory Board, Structural Biology Center, University of Alabama at  2013-2015 
  Birmingham.  
Co-Organizer, The 5th Winter School on Soft X-Rays in Macromolecular Crystallography  2015  

 
Awards and Honors 

Ramsey-Georgia Research Alliance Eminent Scholar in Structural Biology                May 1995 
American Crystallographic Association 1998 Distinguished Service Award  July 1998 
IBM SUR Award   Nov 2001 
Golden Magnolia Award for founding & serving the consortium from SER-CAT Executive Board Mar 2007 
Lamar Dodd Creative Research Award, University of Georgia  Mar 2008 
American Crystallographic Association 2008 Patterson Award  June 2008 
Distinguished Bulldog, Recognition during the UGA-UAB football game, University of Georgia Sept 2008 
Fellow of the American Crystallographic Association June 2011 
 

Research Interests: 

Application of technologies developed during the NIH structural genomics pilot phase to form extended, 
interdisciplinary research collaborations with scientists in bioinformatics, molecular biology and other bio-medically 
relevant fields, and expanding the use of tunable synchrotron X-rays for structural analyses.  Current research interests 
include:  

 Structure-function studies of biologically relevant macromolecules. 

 Metals in selected biological systems. 

 Native SAD phasing. 

 Multi-dimensional X-ray diffraction combining traditional 3D crystallography and X-ray absorption spectroscopy. 

 Monitoring and improving signal-to-noise in X-ray data. 

 Dose reduction in X-ray imaging. 

 

Research Support received: 

Purification and Crystallization of E. coli RNA Polymerase, PI, Pitt Research & Services Foundation, 1978  
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X-ray Structures of Ricin, Abrin, Bowman-Birk Inhibitors, PI, NIH, 1984-1987  

Area Detector for Protein Data Collection in Pittsburgh, PI, NIH Shared Instrumentation Grant, 1985-1986   

Structural Studies of Histone, Co-PI, NIH, 1988-1991   

Area Detector for Macromolecular Crystallography, Co-PI, NIH Shared Instrumentation Grant, 1992-1993   

Structure of Glutamine Binding Proteins by Crystallography, Co-PI, NSF, 5/1/89 - 6/30/94  

Crystallographic Studies of HIV Transactivation Protein, TAT, Co-PI, Army Research, 5/24/93 - 4/30/96  

Study of Neurophysin-Hormone Systems by X-Ray Diffraction, PI, NIH, 4/1/79-3/31/86  

Structure-Function of Neurophysin-Hormone Systems, PI, NIH, 2/1/88 - 1/31/96  

Site-Specific Recombination by L5 Integrase, Co-PI, NIH, 9/1/93 - 8/31/97  

Structure-Function of Glutathione S-Transferases, PI, NIH, 1/1/94 - 12/31/97  

Structure-Function Relationships of RNA Polymerases, PI, NIH, 7/1/88 - 6/30/98   

Structural Characterization of Liver Aldehyde Dehydrogenases, Co-PI, NIH, 7/1/90 - 11/31/00  

Equipment Support for UGA Crystallography Laboratory, PI, Georgia Research Alliance, 7/1/95-6/30/00   

Equipment Support for Structural Genomics Project, PI, Georgia Research Alliance, 7/1/1-6/30/04  
Structural Study of Poly(hydroxyalkanoate) Synthase Responsible for Biobased Polymer Production  

 Co-PI, (Daniel K.Y. Solaiman, PI), USDA/NRI, 10/1/03 - 9/30/06  

Southeast Collaboratory for Structural Genomics, PI, NIH/NIGMS, 10/1/00-8/31/07  

Long Wavelength Sulfur Phasing Data Collection Techniques at SER-CAT, PI, Pfizer Inc.  

 10/1/07 – 7/20/209  

Mannosidases in Glycoprotein Biosynthesis and Catabolism, Co-PI, (Kelley Moremen, PI), NIH  

 5/1/00 - 4/30/09  

Acquisition of a Microdiffractometer for SER-CAT. Co-PI (John Rose, PI), 01/06/2009 – 12/31/2010  
Personnel Assignment for Gerold Rosenbaum at SBC-CAT, PI, ANL, 04/01/2004 – 12/31/2016  

UGA-Trellis Antibody-HA Crystallography Project, PI, 4/1/11 – 6/30/11  

Phase II SER-CAT Optimization: Acquisition of a Next Generation Area Detector, PI, NCRR 

 7/1/10 – 6/60/14  
Southeast Regional Collaborative Access Team (SER-CAT), PI, Various sources, 9/1/99 - 9/30/17  

 
Patent Applied and Issued: 

US Regional Patent Application #12/501,666 (2002): "Vectors and Methods for High Throughput Co-Expression." 

US Patent #7,582,475, issued 9/1/09 (2003): "Vectors and Methods for High Throughput Co-Expression." 

US Patent Application #03/21988 (2023) “Monitoring the signal-to-noise ratio in X-ray diffraction data”  

US Patent Application #04/05933 (2005) “High throughput methods for determining electron density distribution and 
structures of crystals” 

 
Thesis Advisor for Past Graduate Students (and their Current Positions): 

Daniel S.C. Yang, Ph.D. in Crystallography, 1983. (Professor, McMaster University, Canada) 

Zhang-Bao Xu, Ph.D. in Crystallography, 1986. (Senior Research Scientist, Wyeth-Ayerst Research, Princeton, NJ) 

Laura L. Clancy, M.S. in Crystallography, 1986. (Science Tech. Specialist, Central Connecticut State Univ.) 

Ping Chen, Ph.D. in Crystallography, 1989. (Group Leader/Senior Scientist, Phizer, San Diego, CA) 

Yong Je Chung, Ph.D. in Crystallography, 1989. (Professor, Chung Buk University, Korea) 

Liqing Chen, Ph.D. in Crystallography, 1991. (Research Associate Professor, UAH) 

Rui Sousa, Ph.D. in Biological Sciences, 1992. (Professor, University of Texas) 

Chwan-Deng Hsiao, Ph. D. in Crystallography, 1993. (Professor, Institute of Molecular Biology, Taiwan) 

Jian Hua Fu, Ph. D. in Crystallography, 1994. (Assistant Professor, Yale University) 

Yuh-Ju Sun, Ph. D. in Crystallography, 1995. (Professor, Tsing-Hua University, Taiwan) 

Ke Zeng, Ph. D. in Crystallography, 1995 (Research Associate, Research Institute of Scripps Clinic) 

Ping-Lin Ong, Ph.D. in Biological Sciences, 1997 (Professor, Taiwan) 

Bing Hu, Ph.D. in Crystallography, 1997 (Research Staff, St. Louis)  

Chia-Kuei Wu, Ph.D. in Crystallography, 1999 (Senior Scientist, Synergy America, Inc., MD, USA)  
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Chung Jung Chen, Ph.D. in Crystallography, 1999 (Staff Scientist, Synchrotron Radiation Research Center, Taiwan) 

Vasundara Srinivasan, Ph.D. in Biochemistry & Mol. Biol., 2000 (Research Scientist, Germany) 

Florian Schubot, Ph.D. in Biochemistry & Mol. Biol., 2001 (Associate Professor, Virginia Tech) 

Lu Deng, Ph.D. in Chemistry, 2004 (Research Scientist, NIST) 

Lei (Lisa) Huang, MS in Biochemistry and Molecular Biology, 2004 (Research Staff) 

Jeff Habel, Ph.D. in Biochemistry & Mol. Biol., 2005 (Research Scientist, Advanced Light Source) 

Peter Horanyi, Ph.D. in Biochemistry & Mol. Biol., 2005 (Research Scientist. University of Virginia) 

Hua Yang, Ph.D. in Biochemistry & Mol. Biol., 2007 (Research Scientist, Centers for Disease Control) 

Annapoorani Ramiah, MS in Chemistry, 2007. 

Min Zhao, Ph.D. in Biochemistry & Mol. Biology, 2007 (Senior Scientist, WuXi AppTec, Shanghai, China) 

Galina Stepanyuk, (Visiting Student 2004-2007), Ph.D., in Photobiology, 2007 from Russian Academy of Sciences 
Siberian Branch, Krasnoyarsk, Russia, (Research Associate at The Scripps Research Institute) 

Jinyi Zhu, Ph.D. in Chemistry, 2008 (Research Scientist, Moffitt Cancer Institute) 

James Tucker Swindell, Jr, Ph.D. In Physics, 2010 (Physicist, Wide Area Surveillance Team, U.S. AMSAA) 

Dayong Zhou, Ph.D. in Biochemistry & Mol. Biology, 2011 (Research Associate, BMB, UGA) 

Cheng-Chen Xu (Visiting Student 2014-2015), Ph.D. in Agricultural Microbiology, 2015 from Huazhong Agricultural 
University, China, (Postdoctoral Associate, Wuhan Institute of Virology, Chinese Academy of Science) 

 

Thesis Advisor for Current Graduate Students: 

 

Research Supervisor for UGA Undergraduate Students: 

Sidney Lance Hendrix (Biochemistry and Molecular Biology, for 2 terms) 

Alex Nguyen (Biochemistry and Molecular Biology, for 2 terms) 

Babatunde Olubajo (Agriculture and Environment Sciences, for 3 terms) 

Ryan Shanks (Biochemistry and Molecular Biology, for 3 terms) 

Christine Roberts (Biochemistry and Molecular Biology, for 3 terms) 

Jodi-Ann Wiggan (Biochemistry and Molecular Biology, for 2 terms) 

Rebecca Smith (Biochemistry and Molecular Biology, for 2 terms) 

Sonal E. Harbaran (Biochemistry and Molecular Biology, for 2 terms) 

Quentin Florence (Biochemistry and Molecular Biology, for 3 terms) 

Jessie Chang (Biochemistry and Molecular Biology, for 3 terms) 

Jimmy Nguyen (Biochemistry and Molecular Biology, for 2 terms) 

Jenny Huang (Biochemistry and Molecular Biology, for 2 terms) 

Janice Hsieh (Biochemistry and Molecular Biology, for 1 term) 

Han Na You (Biochemistry and Molecular Biology, for 1 term) 

Brandon Morrow (Biochemistry and Molecular Biology, for 1 term) 

Yasin Rasheed (Biochemistry and Molecular Biology, for 2 term) 

Yusuf Olanrewaju (Biochemistry and Molecular Biology, for 2 term) 

 

Teaching Experiences: 

Principal Lecturer (1978, 1980), Dept. of Chemistry, Duquesne University, Graduate Course in X-ray Crystallography. 

Principal Lecturer (1986-1987), Dept. Crystallography, University of Pittsburgh, Graduate course in Introductory 
Crystallography. 

Guest Lecturer (1988), Dept. of Biological Sciences, Carnegie Mellon University, Lecture on Determination of Protein 
Structure by X-ray Diffraction in graduate course on Advanced Biochemistry. 

Principal Lecturer (1986-1990), Dept. of Biological Sciences, University of Pittsburgh, Protein Purification, Part I of 
graduate course in Biochemistry. 

Guest Lecturer (1990), Graduate Institute of Microbiology, College of Medicine, National Taiwan University, Lecture 
on Macromolecules, Nucleic Acids and Chromosomes, graduate course in Molecular Genetics. 

Principal Lecturer (1992), Academia Sinica Summer School on X-ray Crystallography, Taipei, Taiwan; graduate course 
in Macromolecular Crystallography. 
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Guest Lecturer (1992-1995), Dept. of Molecular Genetics and Biochemistry, Medical School, University of Pittsburgh, 
lectures in Protein Crystallography, graduate course in Protein Structures and Functions.  

Principal Lecturer (1991-1994), Dept. of Biological Sciences, University of Pittsburgh, X-ray Crystallography, Part II of 
graduate course in Current Topics in Molecular Biophysics. 

Lecturer and co-Director (1993-2002), American Crystallographic Association Crystallography Summer School, 
Lectures in Macromolecular Crystallography. 

Principal Lecturer (1986-1995), Dept. of Crystallography, University of Pittsburgh, Graduate course in Protein 
Crystallography. 

Principal Lecturer (1997-2004), Dept. of Biochemistry and Molecular Biology, University of Georgia, Graduate course 
in Protein Crystallography. 

Co-Lecturer (1999-2004), Dept. of Biochemistry and Molecular Biology, University of Georgia, Advanced Physical 
Chemistry. 

Co-Lecturer (2006-2010), Dept. of Biochemistry and Molecular Biology, University of Georgia, Graduate course in 
Protein Crystallography. 

 

Organizing Conferences or Scientific Sessions During the Past Five Years: 

1. Co-organizer for an APS Workshop on “Soft X-ray Crystallography” at the 2011 APS’ Annual Users Meeting, 

Advanced Photon Source, ANL, May 4, 2011.  

2. Co-organizer for The 9
th
 Annual SER-CAT Symposium at the University of Kentucky, March 16, 2012. 

3. Co-organizer for a scientific session on “Extended Wavelength X-ray Crystallography” at 2012 American 

Crystallographic Association Annual Conference, Boston, MA, July 31, 2012. 

4. Co-organizer for an APS Workshop on “APS Life Science Future Directions” at the 2013 APS Annual Users 

Meeting, Advanced Photon Source, ANL, May 8, 2013.  

5. Co-organizer for a scientific session on “Wavelengths and Particles as Tools” at the 2014 American 

Crystallographic Association Annual Conference, to be held in Albuquerque, NM, May 24-28, 2014. 

6. Co-organizer for the 72
nd

 Pittsburgh Diffraction Conference, Athens, GA, October 26-28, 2014. 

7. Co-organizer for the 5
th
 Winter School on Soft X-rays In Macromolecular Crystallography Feb 28-Mar 3, 2015. 

 
Publications - Peer reviewed journals: 

1. Rose, J and Wang, B.C., SAD-Phasing: History, Current Impact and Future Opportunities, Archives of 

Biochemistry and Biophysics, 2016, in press. 

2. Rose, J.; Wang, B.C.; Weiss, M., Native SAD is maturing, IUCrJ 2015, 2, 431-440. 

3. Xu C, Chinte U, Chen L, Yao Q, Meng Y, Zhou D, Bi LJ, Rose J, Adang MJ, Wang BC, Yu Z, Sun M, Crystal 

structure of Cry51Aa1: A potential novel insecticidal aerolysin-type β-pore-forming toxin from Bacillus 

thuringiensis, Biochem Biophys Res Commun. 2015 Jul 3;462(3):184-9. doi: 10.1016/j.bbrc.2015.04.068. Epub 

2015 May 7. 

4. Sun X, Zhou D, Kandavelu P, Zhang H, Yuan Q, Wang BC, Rose J, Yan Y. Structural Insights into Substrate 

Specificity of Feruloyl-CoA 6'-Hydroxylase from Arabidopsis thaliana. Sci Rep. 2015;5:10355. doi: 

10.1038/srep10355. PubMed PMID: 25993561. 

5. Weinert T, Olieric V, Waltersperger S, Panepucci E, Chen L, Zhang H, Zhou D, Rose J, Ebihara A, Kuramitsu S, Li 

D, Howe N, Schnapp G, Pautsch A, Bargsten K, Prota AE, Surana P, Kottur J, Nair DT, Basilico F, Cecatiello V, 

Pasqualato S, Boland A, Weichenrieder O, Wang BC, Steinmetz MO, Caffrey M, Wang M. Fast native-SAD 

phasing for routine macromolecular structure determination. Nature Methods 2015, 12, 131-133, online December 

15, 2014. 

6. Xu, C.; Wang, B.-C.; Yu, Z.; Sun, M. Structural Insights into Bacillus thuringiensis Cry, Cyt and Parasporin 

Toxins. Toxins 2014, 6, 2732-2770. 

7. Stepanyuk, G. A.; Liu, Z. J.; Burakova, L. P.; Lee, J.; Rose, J.; Vysotski, E. S.; Wang, B. C., Spatial structure of the 

novel light-sensitive photoprotein berovin from the ctenophore Beroe abyssicola in the Ca(2+)-loaded apoprotein 

conformation state. Biochimica et biophysica acta 2013, 1834 (10), 2139-46. 

8. Won, E. Y.; Xie, Y.; Takemoto, C.; Chen, L.; Liu, Z. J.; Wang, B. C.; Lee, D.; Woo, E. J.; Park, S. G.; Shirouzu, 

M.; Yokoyama, S.; Kim, S. J.; Chi, S. W., High-resolution crystal structure of the catalytic domain of human dual-

http://www.ncbi.nlm.nih.gov/pubmed/?term=Xu%20C%5BAuthor%5D&cauthor=true&cauthor_uid=25957471
http://www.ncbi.nlm.nih.gov/pubmed/?term=Chinte%20U%5BAuthor%5D&cauthor=true&cauthor_uid=25957471
http://www.ncbi.nlm.nih.gov/pubmed/?term=Chen%20L%5BAuthor%5D&cauthor=true&cauthor_uid=25957471
http://www.ncbi.nlm.nih.gov/pubmed/?term=Yao%20Q%5BAuthor%5D&cauthor=true&cauthor_uid=25957471
http://www.ncbi.nlm.nih.gov/pubmed/?term=Meng%20Y%5BAuthor%5D&cauthor=true&cauthor_uid=25957471
http://www.ncbi.nlm.nih.gov/pubmed/?term=Zhou%20D%5BAuthor%5D&cauthor=true&cauthor_uid=25957471
http://www.ncbi.nlm.nih.gov/pubmed/?term=Bi%20LJ%5BAuthor%5D&cauthor=true&cauthor_uid=25957471
http://www.ncbi.nlm.nih.gov/pubmed/?term=Rose%20J%5BAuthor%5D&cauthor=true&cauthor_uid=25957471
http://www.ncbi.nlm.nih.gov/pubmed/?term=Adang%20MJ%5BAuthor%5D&cauthor=true&cauthor_uid=25957471
http://www.ncbi.nlm.nih.gov/pubmed/?term=Wang%20BC%5BAuthor%5D&cauthor=true&cauthor_uid=25957471
http://www.ncbi.nlm.nih.gov/pubmed/?term=Yu%20Z%5BAuthor%5D&cauthor=true&cauthor_uid=25957471
http://www.ncbi.nlm.nih.gov/pubmed/?term=Sun%20M%5BAuthor%5D&cauthor=true&cauthor_uid=25957471
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specificity phosphatase 26. Acta crystallographica. Section D, Biological crystallography 2013, 69 (Pt 6), 1160-70. 

9. Yoshikawa, S.; Kukimoto-Niino, M.; Parker, L.; Handa, N.; Terada, T.; Fujimoto, T.; Terazawa, Y.; Wakiyama, M.; 

Sato, M.; Sano, S.; Kobayashi, T.; Tanaka, T.; Chen, L.; Liu, Z. J.; Wang, B. C.; Shirouzu, M.; Kawa, S.; Semba, 

K.; Yamamoto, T.; Yokoyama, S., Structural basis for the altered drug sensitivities of non-small cell lung cancer-

associated mutants of human epidermal growth factor receptor. Oncogene 2013, 32 (1), 27-38. 

10. Zhu, J-Y.; Fu, Z-Q.; Chen, L.; Xu, H.; Chrzas, J.; Rose. J.; Wang, B.C. The crystal structure of the Archaeoglobus 

fulgidus orphan ORF AF1382 determined by sulfur-SAD from a moderately diffracting crystal. Acta Crystallogr 

2012, D68, 1242-1252. 

11. Florence, Q.; Wu, C-K.; Habel, J. Swindell, T, II; Wang, B.C.; Rose, J. The crystal structure of Augmenter of Liver 

Regeneration crystallized in the presence of 50 mM CdCl2 reveals a novel Cd2Cl4O6 cluster that aids in crystal 

packing. Acta Crystallogr 2012, D68, 1128-1133. 

12. Cheng, C.; Shaw, N.; Zhang, X.; Zhang, M.; Ding, W.; Wang, B. C.; Liu, Z. J., Structural view of a non Pfam 

singleton and crystal packing analysis. PloS one 2012, 7 (2), e31673. 

13. Liu, Z. J.; Chen, L.; Wu, D.; Ding, W.; Zhang, H.; Zhou, W.; Fu, Z. Q.; Wang, B. C., A multi-dataset data-

collection strategy produces better diffraction data. Acta Crystallogr 2011, A 67, (Pt 6), 544-549. 

14. Titushin, M., Feng, Y., Stepanyuk, G., Li, Y., Markova, S, Golz, S., Wang, BC, Lee, J., Wang, J., Vysotski, E. & 

Liu, Z. J. (2010) NMR derived topology of a GFP-photoprotein energy transfer complex. J. Biol Chem 285, (52), 

2010, 40891-900.  

15. Huether, R.; Liu, Z. J.; Xu, H.; Wang, B. C.; Pletnev, V. Z.; Mao, Q.; Duax, W. L.; Umland, T. C., Sequence 

fingerprint and structural analysis of the SCOR enzyme A3DFK9 from Clostridium thermocellum. Proteins 2010, 

78, (3), 603-13. 

16. Yang, H.; Lipscomb, G. L.; Keese, A. M.; Schut, G. J.; Thomm, M.; Adams, M. W.; Wang, B. C.; Scott, R. A., 

SurR regulates hydrogen production in Pyrococcus furiosus by a sulfur-dependent redox switch. Mol Microbiol. 

2010, 77, 1111-1122. 

17. Su, J., Li, Y., Shaw, N., Zhou, WH, Zhang, M., Xu, H., Wang, B. C., Liu, Z. J.  Crystal structure of a novel non-

Pfam protein PF2046 solved using low resolution B-factor sharpening and multi-crystal averaging methods. Protein 

& Cell  2010, 1(5): 453–458. 

18. Huether, R., Liu, Z.J., Xu, H., Wang, B.C., Pletnev, V.Z., Mao, Q., Duax, W.L. Sequence fingerprint and structural 

analysis of the SCOR enzyme A3DFK9 from Clostridium thermocellum, Proteins: Structure, Function, and 

Bioinformatics 2010, 78 (3), 603-613 

19. Chung, D. H.; Min, Z.; Wang, B. C.; Kushner, S. R., Single amino acid changes in the predicted RNase H domain 

of Escherichia coli RNase G lead to complementation of RNase E deletion mutants. Rna 2010, 16, 7, 1371-85.  

20. Sarma, G. N.; Kinderman, F. S.; Kim, C.; von Daake, S.; Chen, L.; Wang, B. C.; Taylor, S. S., Structure of D-

AKAP2:PKA RI complex: insights into AKAP specificity and selectivity. Structure 2010, 18, (2), 155-66. 

20. Wang, H.; Takemoto, C.; Akasaka, R.; Uchikubo-Kamo, T.; Kishishita, S.; Murayama, K.; Terada, T.; Chen, L.; 

Liu, Z. J.; Wang, B. C.; Sugano, S.; Tanaka, A.; Inoue, M.; Kigawa, T.; Shirouzu, M.; Yokoyama, S., Novel 

dimerization mode of the human Bcl-2 family protein Bak, a mitochondrial apoptosis regulator. J Struct Biol 2009, 

166, (1), 32-7. 

21. Stepanyuk, G. A.; Liu, Z. J.; Vysotski, E. S.; Lee, J.; Rose, J. P.; Wang, B. C., Structure based mechanism of the 

Ca(2+)-induced release of coelenterazine from the Renilla binding protein. Proteins 2009, 74, (3), 583-93. 

22. Bahti, P.; Chen, S.; Li, Y.; Shaw, N.; Zhang, X.; Zhang, M.; Cheng, C.; Song, G.; Yin, J.; Zhang, H.; Che, D.; 

Abbas, A.; Xu, H.; Wang, B. C.; Liu, Z. J., Purification, crystallization and preliminary crystallographic analysis of 

the non-Pfam protein AF1514 from Archeoglobus fulgidus DSM 4304. Acta Crystallogr Sect F Struct Biol Cryst 

Commun 2008, 64, (Pt 2), 91-3. 

23. Li, Y.; Bahti, P.; Shaw, N.; Song, G.; Chen, S.; Zhang, X.; Zhang, M.; Cheng, C.; Yin, J.; Zhu, J. Y.; Zhang, H.; 

Che, D.; Xu, H.; Abbas, A.; Wang, B. C.; Liu, Z. J., Crystal structure of a novel non-Pfam protein AF1514 from 

Archeoglobus fulgidus DSM 4304 solved by S-SAD using a Cr X-ray source. Proteins 2008, 71, (4), 2109-13. 

24. Perwez, T.; Hami, D.; Maples, V. F.; Min, Z.; Wang, B. C.; Kushner, S. R., Intragenic suppressors of temperature-

sensitive rne mutations lead to the dissociation of RNase E activity on mRNA and tRNA substrates in Escherichia 

coli. Nucleic Acids Res 2008, 36, (16), 5306-18. 

https://scholar.google.com/citations?view_op=view_citation&hl=en&user=Niu1eeEAAAAJ&sortby=pubdate&authorid=5108096016494724727&citation_for_view=Niu1eeEAAAAJ:ZEcFV8kAgqMC
https://scholar.google.com/citations?view_op=view_citation&hl=en&user=Niu1eeEAAAAJ&sortby=pubdate&authorid=5108096016494724727&citation_for_view=Niu1eeEAAAAJ:ZEcFV8kAgqMC
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25. Shaw, N.; Tempel, W.; Chang, J.; Yang, H.; Cheng, C.; Ng, J.; Rose, J.; Rao, Z.; Wang, B. C.; Liu, Z. J., Crystal 

structure solution of a ParB-like nuclease at atomic resolution. Proteins 2008, 70, (1), 263-7. 

26. Stepanyuk, G. A.; Liu, Z. J.; Markova, S. S.; Frank, L. A.; Lee, J.; Vysotski, E. S.; Wang, B. C., Crystal structure of 

coelenterazine-binding protein from Renilla muelleri at 1.7 A: why it is not a calcium-regulated photoprotein. 

Photochem Photobiol Sci 2008, 7, (4), 442-7.seph 

27. Stepanyuk, G. A.; Xu, H.; Wu, C. K.; Markova, S. V.; Lee, J.; Vysotski, E. S.; Wang, B. C., Expression, 

purification and characterization of the secreted luciferase of the copepod Metridia longa from Sf9 insect cells. 

Protein Expr Purif 2008, 61, (2), 142-8. 

28. Xie, Y.; Takemoto, C.; Kishishita, S.; Uchikubo-Kamo, T.; Murayama, K.; Chen, L.; Liu, Z. J.; Wang, B. C.; 
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Crystallographic Association Meeting, New Orleans, LA, April 6, 1990. 

 5. Structure of T7 RNA Polymerase, Gordon Research Conference on Diffraction Methods in Molecular Biology, 
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 19. Crystal Structure of T7 RNA Polymerase, Osaka University, Osaka, Japan, December 16, 1991. 
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Workshop of the Society of Chinese Bioscientists in America, Baltimore, MD, June 17, 1993. 
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60. Protein Crystallography in the Next Decade: A personal Observation. BMB, UGA. March 23, 2000. 

61. ISAS Method.  ISAS Workshop, GA Center for Continuing Education, April 6-7, 2000. 

62. Protein Structure Determination from Native Crystals Using Single-wavelength Anomalous Scattering Data. 

Agouron Pharmaceuticals, Inc., San Diego, California, April 22, 2000. 

63. Protein Structure Determination from Native Crystals Using Single-wavelength Anomalous Scattering Data. 

University of Colorado Health Sciences Center, Denver, Colorado, April 24, 2000. 

64. Towards Increased Data Collection Efficiency through Automation and Time-Sharing. Stanford Synchrotron 

Research Facility, Stanford, California, May 11, 2000. 

65. SAS Phasing a Powerful Tool for Protein Crystal Structure Determination is Maturing. ACA Annual Meeting, St. 

Paul, Minnesota, July 2000. 

66. Direct Crystallography and The Southeast Collaboratory for Structural Genomics. Institute of Molecular Biology, 

Academia Senica, Taiwan, October 30, 2000. 

67. Development of Biological Beamlines for the Southeast Regional Collaborative Access Team at the Advanced 

Photon Source.  Synchrotron Radiation Research Center, Taiwan, October 26, 2000. 

68. Meeting the Challenges of High-throughput Structure Determination for Structural Genomics. International 

Conference on Structural Genomics 2000, Yokohama, Japan, November 2, 2000. 

69. Comments on Automation, Harima Workshop on High-throughput Crystallography, Spring-8, Harima, Japan, 

November 7, 2000. 

70. Protein Structure Determination from Native Crystals Using Single-wavelength Anomalous Scattering Data. 

Harima Workshop on High-throughout Crystallography, Spring-8, Harima, Japan, November 7, 2000. 

71. The Crystal Structure and Functional Implications of Yeast Mitochondrial Transcription Factor sc-mtTFB & 

Structural Genomics Projects at the University of Georgia.  University of Toronto, Canada, November 9, 2000. 

72. Protein Structure Determination from Native Crystals Using Single-wavelength Anomalous Scattering Data. 

McMaster University, Hamilton, Canada, November 10, 2000. 

73. Recovery of Non-productive Beamtime.  European Synchrotron Radiation Facility, France, February 2001. 

74. Southeast Collaboratory for Structural Genomics. Second International Conference of Structural Genomics, 

Warrenton, VA, April 4, 2001. 

75. Methodology and Technology Development for Structural Genomics.  Annual Meeting of the Canadian Society of 

Microbiology, Waterloo, Canada, June 13, 2001. 

76. Lecturer, American Crystallographic Association Summer School, GA Center for Continuing Education, June 7-19, 

2001. 

77. Direct Crystallography and Sulfur Phasing. Crystallography Workshop, European Synchrotron Research Facility, 

Grenoble, France. June, 23, 2001.  

78. Sulfur Phasing.  Instituto de Tecnologia Quimica e Biologica, Universidade Nova De Lisboa, Lisbon, Portugal, June 

26, 2001. 
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79. Methodology and Technology Development for Structural Genomics at the South East Collaboratory for Structural 

Genomics.  Georgia State University, October 5, 2001. 

80. Methodology and Technology Development for Structural Genomics at the South East Collaboratory for Structural 

Genomics.  Emory University, October 8, 2001. 

81. Southeast Collaboratory for Structural Genomics.  NIH, Bethesda, MD, October 21-23, 2001. 

82. Crystal Structure Determination from Native Crystals.  Pittsburgh Diffraction Conference, Cincinnati, OH, October 

24-26, 2001.  

83. Direct Crystallography and the Southeast Collaboratory for Structural Genomics. Keystone Symposium, 

Brekenridge, CO, January 7, 2002.  

84. Southeast Collaboratory for Structural Genomics: Methodology and Technology Development. University of 

Alabama in Huntsville, Huntsville, Alabama, February 15, 2002. 

85. Computational Methods to Extract Phase Information from Single Wavelength Data: Theory and Practice. ACA 

Meeting, San Antonio, Texas, May 26, 2002. 

86. Direct Crystallography and the Southeast Collaboratory for Structural Genomics.  Second Tsinghua International 

Conference of Protein Sciences, Tsinghua University, Beijing, China, June 4, 2002. 

87. The Iterative Single-wavelength Anomalous Scattering method for Phasing Macromolecular Structures. The ISAS 

Workshop, Tsinghua University, Beijing, China, June 6, 2002. 

88. Methodology and Technology Development for Structural Genomics At the Southeast Collaboratory for Structural 

Genomics.  Shanghai University, Shanghai, China, June 14, 2002. 

89. Automation in Protein Crystallography Data Collection - An Overview. 2002 Gordon Research Conference on 

Diffraction Methods in Structural Biology, New London, Connecticut, July 15, 2002. 

90. Direct Crystallography: Phasing from Native Crystals.  2002 Gordon Research Conference on Diffraction Methods 

in Structural Biology, New London, Connecticut, July 15, 2002. 

91. Sulfur Phasing and Direct Crystallography. International Union of Crystallography Conference, Geneva, 

Switzerland, August 5, 2002. 

92.  Meeting the Challenges of High-throughput Structure Determination for Structural Genomics. Pittsburgh 

Diffraction Conference, Pittsburgh, PA, October 5, 2002. 

93. Progress Towards Direct Macromolecular Crystallography. Workshop on Automated Structure Determination, 

International Structural Genomics Organization meeting, Berlin, Germany, October 8, 2002. 

94.  The Southeast Collaboratory for Structural Genomics.  NIH Joint meeting of PSI Research Center PIs and the PSI 

Advisory Committee, NIGMS/NIH Bethesda, MD, November 14, 2002. 

95. Meeting the Challenges of High-throughput Structure Determination for Structural Genomics.  National Cancer 

Institute, Frederick, MD, November 15, 2002. 

96. Direct Crystallography.  31th Annual Mid-Atlantic Protein Crystallography Meeting, Durham, North Carolina, May 

23, 2003.  

97. Structural Genomics and Direct Crystallography. Biotech Symposium 2003 In Honor of Dr. Ahmed Abdelal, 

Atlanta, Georgia, June 16, 2003. 

98. Structural Genomics and Their Impact to Protein Crystallography.  Bruker Biocrystallography Workshop, Madison, 

Wisconsin, October 1, 2003. 

99. Integration of Multiple Genomics and Multiple Technologies. Target Selection Workshop, NIH, November 13, 

2003. 

100. Progress in the Southeast Collaboratory for Structural Genomics.  NIH Joint meeting of PSI Research Center PIs 

and the PSI Advisory Committee, NIGMS/NIH Bethesda, MD, December 2, 2003.  

101. SECSG Protein-to-Structure Pipeline: Potential and Limitations. Sandia National Laboratory, Sandia, CA, March 

22, 2004. 

102. SECSG Protein-to-Structure Pipeline: Potential and Limitations. ORNL, Oak Ridge, TN, April 12, 2004. 

103. Structural Genomics and Protein Crystallography at SECSG. University of Tokyo, Tokyo, Japan, April 16, 2004. 

104. Integration of Technology for Structural Genomics. The 1st Pacific-Rim International Conference on Protein 

Science, Yokohama, Japan, April 18, 2004. 



  Bi-Cheng Wang 

 21 

105. SECSG Protein-to-Structure Pipeline. Mayo Clinic, May 14, 2004. 

106. Integration of Technology for Structural Genomics. Symposium on Biomedical Computing, Georgia State 

University, May 25, 2004. 

107. Production of Better Quality Crystals. International Conference on Crystallization of Biological Macromolecules, 

Beijing, China, July 7, 2004. 

108. Building SAS Phasing Tools for Unlabelled Native Crystals. Gordon Research Conference, Lewiston, MN, July 12, 

2004. 

109. SECSG Year 4 Progress Report. NIH Joint meeting of PSI Research Center PIs and the PSI Advisory Committee, 

NIGMS/NIH Bethesda, MD, October 28, 2004. 

110. Light When You Need It: SER-CAT’s Synchrotron at the Advanced Photon Source.  Pittsburgh Diffraction 

Conference, Pittsburgh, PA, October 30, 2004. 

111. Technology Development at SECSG Applicable to High-Throughput Structural Genomics. 2004 International 

Conference on Structural Genomics, Washington DC, November 19, 2004. 

112. High-Throughput, High-Quality, Cost-Effective Structure Determination Using Both In-House and Synchrotron X-

rays, Protein Crystallography in Drug Discovery 2005, South San Francisco, Jan. 18, 2005. 

113. From Adolescence to Maturity at SECSG: What, Why and Where We Stand in Technology Development.  Protein 

Purification and Crystallization Workshop 2005, NIH, Feb. 2-3, 2005. 

114. Structural Genomics and Neutron Diffraction: Potential, leveraging Investments and Timing.  Application of 

Neutrons in Biomedical Research – A presentation to the Program Directors of NSF, NIH/NIBIB, NIH/NCI, 

NIH/NCRR, NIH/NIGMS, NIH/NICHD, NIST, DOE. Natcher Conference Center, Bethesda, Maryland, Feb. 15, 

2005. 

115. Progress on Cost-Effective High-Quality Structure Determination, 2
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133. A Report on the Global Structural Proteomics Initiative and UGA’s Structural Genomics of Non-Pfam Targets, 
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Conference, Pittsburgh, PA, October 29, 2010. 

163. Sulfur Phasing: The MDS Approach for Data Collection And A Proposal for a Dedicated, New Type of Beamline at 

the APS.  University of Alabama at Birmingham, Birmingham, AL, November 5, 2010. 

164. Recent Interest in Macromolecular Crystallography Using Non-Traditional X-ray Wavelengths. UGA Center for 

Drug Discovery, University of Georgia, February 21, 2011. 

165. Recent Interest in Macromolecular Crystallography Using Non-Traditional X-ray Wavelengths. Frontiers of Protein 

Sciences: from Structure to Function" In conjunction with the Centenary Celebration of Tsinghua University, 

Tsinghua University, Beijing, China, April 16, 2011. 

166. Extended Wavelength X-ray Macromolecular Crystallography.  APS Facility-Specific Workshop on Extended 

Wavelength X-ray Crystallography during 2011 APS/CNM/EMC Users Meeting. May 4, 2011. 

167. Recent Efforts on (Routine) Phase Determination by S-SAD. 2011 Congress of International Union of 

Crystallography, Madrid, Spain. August 24, 2011.  

168. A General Introduction to the Use of Softer X-rays in MX.  4
th
 Winter School on Soft X-rays in Macromolecular 

Crystallography. European Synchrotron Radiation Facility, Grenoble, France, February 6, 2012. 

169. Forward Looking Possibilities on Beamlines Having Optimized Extended Wavelength X-ray Capabilities. 9
th 

Annual SER-CAT Symposium. University of Kentucky, March 16, 2012. 

170. Forward Looking Possibilities on Beamlines Having Optimized Extended Wavelength X-ray Capabilities. 

(Thoughts on New MX Applications with Synchrotron X-rays). Life Science R&D Workshop, APS, ANL. May 2, 

2012. 

171. Forward-looking Science Enabled by Optimized Extended Wavelength X-ray Sources for Macromolecular 

Crystallography: A General Introduction.  2012 American Crystallographic Association Annual Conference, 

Boston, MA, July 31, 2012. 

172. The MDS Data Collection Strategy Applied to A Single Crystal, Its Implications to Radiation Dose Reduction and 

Signal/Noise Enhancement for S-SAD Phasing (Single-Wavelength Phasing for Macromolecules and Methodology 

Development for Single Crystal X-SAD). Xi’an, China, August 24, 2012. 

173. Exploring the Biophysical/Biochemical Aspects of Metals/Ions in Protein Crystals Using Wavelength-Dependent 

Data at SER-CAT. Frontiers in Structural Biology of Membrane Proteins, University of Alabama Center for 

Structural Biology, April 5, 2013. 

174. A New Tool for Biology and Crystallography: Exploring the Biophysical/Biochemical Information of Metals and 

Other Atoms Using Wavelength-Dependent Diffraction Data. APS Life Science Future Directions Workshop, APS, 

ANL, Argonne, IL, May 8, 2013. 

175. Exploring the Biophysical/Biochemical Information of Metals in Macromolecules Using Wavelength-Dependent 

Data at SER-CAT. The 3
rd

 International Conference on Nucleic Acid-Protein Chemistry and Structural Biology for 

Drug Discovery, Georgia State University, Atlanta, GA, September 14, 2013. 

176. Extended Wavelength (X-ray and Neutron?) Crystallography. Workshop on New Frontiers in Neutron Structural 

Biology, UCSD, San Diego, CA, January 18, 2014. 

177. SER-CAT’s R/D Efforts on Extended-Wavelength Crystallography. SER-CAT Sector Review, Advanced Photo 

Source, Argonne National Laboratory, Argonne, IL, March 11, 2014. 
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178. Expanding the Crystallographer's Toolbox: A SER-CAT Pilot Project Exploring New Applications of Wavelength 

(Energy)-Dependent Diffraction Data. ACA Annual Meeting, Albuquerque, NM, May 26, 2014. 

179. SER-CAT: Providing Technology and Access to One of the World’s Most Productive Resources for X-Ray 

Structural Biology.  University of South Florida, Tampa, FL, November 10, 2014. 

180. The SAD Phasing Theory. The 5th Winter School on Soft X-Rays in Macromolecular Crystallography, University 

of Georgia, Athens, GA, March 2, 2015. 

181. Future Perspectives on Using Soft X-Rays in Macromolecular Crystallography. The 5th Winter School on Soft X-

Rays in Macromolecular Crystallography, University of Georgia, Athens, GA, March 3, 2015. 

182. SER-CAT History and Scientific Impact.  The 12
th
 Annual SER-CAT Symposium. University of Pittsburgh, 

Pittsburgh, PA, March 14, 2015. 

183. Soft X-ray Diffraction for Macromolecules Including Membrane Proteins. Frontiers in Structural Biology of 

Membrane Protein & Pittsburgh Diffraction Conference, Huntsville, AL, March 11, 2016. 

 

Abstracts of Additional Presentations (mostly posters): 

 

 1. The Crystal Structure of Pentaaminecobalt(II)-u-Cyano-Pentacyano-Cobalt(III) Monohydrate.  B. C. Wang, W. P. 

Schaefer and R. M. Marsh, Abstr. L4, American Crystallographic Association Winter Meeting, New Orleans, LA, 

March 1970. 

 2.  The Crystal Structures of Bis(5, 5'-diethylbarbiturato) bis(imidazole) Complexes of Cobalt(II) and Zinc (II).  B. C. 

Wang and B. M. Craven, Abstr. J7, American Crystallographic Association Winter Meeting, Columbia, SC, 

February 1971. 

 3. The Crystal Structures of the Green and the Orange Forms of Bis(5, 5'-diethylbarbiturato) bis(imidazole) 

Complexes of Nickel (II).  B. C. Wang and B. M. Craven, Abstr. H2, American Crystallographic Association 

Winter Meeting, Albuquerque, NM, April 1972. 

 4. Structure of a Dimeric Fragment Related to a l Type Bence Jones Protein.  B. C. Wang, C. S. Yoo and M. Sax, 

Abstr. O7, American Crystallographic Association Summer Meeting, University Park, PA, August 1974. 

 5. Phase Extension and Refinement of Bence Jones Protein Rhe.  W. Furey Jr., B. C. Wang, C. S. Yoo and M. Sax, 

36th Annual Pittsburgh Diffraction Conference, Pittsburgh, PA, November 1978. 

 6. Refinement and Structure of Bence Jones Protein (1.6Å).  W. Furey Jr., B. C. Wang, C. S. Yoo and M. Sax, Abstr. 

N3, American Crystallographic Association Winter Meeting, Honolulu, Hawaii, March 1979. 

 7. On Relative Displacement Methods for Comparing Protein Structures.  B. C. Wang, W. Furey Jr., C. S. Yoo and M. 

Sax, Abstr. PA22, American Crystallographic Association Summer Meeting, Boston, MA, August 1979. 

 8. Solvent Structure in a Bence Jones Protein at 1.6Å Resolution.  W. Furey Jr., B. C. Wang, C. S. Yoo and M. Sax, 

American Chemical Society Meeting, Washington D.C., September 1979. 

 9. Rotation Function Studies of Bovine Neurophysin II - Dipeptide Complex at 5.0Å Resolution.  W. Furey Jr., B. C. 

Wang, C. S. Yoo and M. Sax, 37th Annual Pittsburgh Diffraction Conference, Purdue University, November 1979. 

 10. Hydrogen Bonding and Water Structure in Bence Jones Protein Rhe at 1.6Å Resolution.  W. Furey Jr., B. C. Wang, 

C. S. Yoo and M. Sax, 37th Annual Pittsburgh Diffraction Conference, Purdue University, November 1979. 

 11. Array Processors and Crystallography.  W. Furey Jr., B. C. Wang and M. Sax, Abstr. G1, American 

Crystallographic Association Summer Meeting, Calgary, Canada, August 1980. 

 12. Crystallographic Study on Staphylococcal Exfoliative Toxin.  C. S. Yoo, D. S. C. Yang, B. C. Wang and M. Sax, 

Abstr. 01.1-02, XII International Congress of Crystallography, Ottawa, Canada, August 1981. 

 13. Protein Structure Determination by the Single Isomorphous Replacement Method with a Phase Selection and 

Refinement Process.  B. C. Wang, Abstr. 01.2-01, XII International Congress of Crystallography, Ottawa, Canada, 

August 1981. 

 14. Crystallographic Studies of Neurophysin-Dipeptide Complexes.  J. P. Rose, C. S. Yoo, W. Furey Jr., B. C. Wang 

and M. Sax, Abstr. 02.1-49, XII International Congress of Crystallography, Ottawa, Canada, August 1981. 

 15. The Crystal Structure of (s) and (r) Baclofen and Carbamazepine.  C. H. Chang, D. S. C. Yang, C. S. Yoo, B. C. 

Wang and M. Sax, Abstr. 03.3-06, Abstr. XII International Congress of Crystallography, Ottawa, Canada, August 

1981. 

http://www.fsbmp-pdc.org/
http://www.fsbmp-pdc.org/
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 16. The Crystal Structure of Thiamine Dinitrate.  D. S. C. Yang, C. S. Yoo, W. Furey, Jr., B. C. Wang, J. Pletcher and 

M. Sax, Abstr. 03.4-5, XII International Congress of Crystallography, Ottawa, Canada, August 1981. 

 17. Conformational Energy Analysis of Bence Jones Protein Rhe.  A. Chatterjee, B. C. Wang, W. Furey Jr., C. S. Yoo 

and M. Sax,"  Abstr. 17.6-01, XII International Congress of Crystallography, Ottawa, Canada, August 1981. 

 18. Crystallographic Computing on an Attached Array Processor.  W. Furey Jr., B. C. Wang and M. Sax, Abstr. 18.X-

02, XII International Congress of Crystallography, Ottawa, Canada, August 1981. 

 19. Phasing Macromolecular Structure by an Iterative Single Isomorphous Replacement Method.  B. C. Wang, Abstr. 

F5, American Crystallographic Association Winter Meeting,  Gaithersburg, MD, March 1982. 

 20. New Crystal Forms of Bovine Neurophysin II-Dipeptide Complexes.  J. Rose, C. S. Yoo, W. Furey Jr., B. C. Wang 

and M. Sax, Abstr. PD3, American Crystallographic Association Summer Meeting, San Diego, CA, August 1982. 

 21. Single Crystals of the Iron-Sulfur Enzyme Aconitase. A. H. Robbins, C. D. Stout, D. Piszkiewicz, O. Gawron, C. S. 

Yoo, B. C. Wang and M. Sax, Abstr. PD6, American Crystallographic Association Summer Meeting, San Diego, 

CA, August 1982. 

 22. Crystallographic Study on Staphylococcal Exfoliative Toxin.  D. S. C. Yang, C. S. Yoo, B. C. Wang and M. Sax, 

PD12, American Crystallographic Association Summer Meeting, San Diego, CA, August 1982. 

 23. Phasing Macromolecular Structures by an Iterative Anomalous Scattering Method and a Fully Automated Procedure 

for Accurately Defining the Protein-Solvent Boundary.  B. C. Wang, Abstr. PE8, American Crystallographic 

Association Summer Meeting, San Diego, CA, August 1982. 

 24. Crystal Structure (4.5Å) of Bence Jones Protein Pav.  C. S. Yoo, D. Yang, W. Furey Jr., C. H. Chang, B. C. Wang 

and M. Sax, Abstr. PD18, American Crystallographic Association Summer Meeting, San Diego, CA, August 1982. 

 25. The Structure of Calmodulin at 3.0Å Resolution.  J. S. Sack, W. J. Cook, C. E. Bugg and B. C. Wang, Abstr. K2, 

American Crystallographic Association Winter Meeting, Columbia, MO, March 1983. 

 26. The Crystal Structure of a l Bence-Jones Protein Dimer Loc.  C. H. Chang, M. T. Short, M. Schiffer, B. C. Wang 

and W. Furey Jr., Abstr. PD13, American Crystallographic Association Summer Meeting, Snowmass, CO, August 

1983. 

 27. Integrated Program Package for Phasing SIR or Single-Wavelength Anomalous Scattering Data.  B. C. Wang, 

Abstr. B3, American Crystallographic Association Summer Meeting, Snowmass, CO, August 1983. 

 28. Direct Determination of SAS Phase Information.  D. S. C. Yang, Z. B. Xu, W. Furey Jr. and B. C. Wang, Abstr. 

PC1, American Crystallographic Association Spring Meeting, Lexington, KY, May 1984. 

 29.  Direct Determination of SIR Phase Information by an Extension of Karle's Rule.  Z. B. Xu, D. S. C. Yang, W. Furey 

Jr., M. Sax, J. P. Rose and B. C. Wang, Abstr. PC2, American Crystallographic Association Spring Meeting, 

Lexington, KY, May 1984. 

 30. Direct Determination of SAS Phase Information.  D. S. C. Yang, Z. B. Xu, W. Furey Jr. and B. C. Wang, Abstr. 

01.2-4, XIII International Congress of Crystallography, Hamburg, Federal Republic of Germany, August 1984. 

 31. Direct Determination of SIR Phase Information by an Extension of Karle's Rule.  Z. B. Xu, D. S. C. Yang, W. Furey 

Jr., M. Sax, J. P. Rose and B. C. Wang, Abstr. 01.2-6, XIII International Congress of Crystallography, Hamburg, 

Federal Republic of Germany, August 1984. 

 32. A Method for Resolving Phase Ambiguity in SIR or Single-Wavelength Anomalous Scattering Data.  B. C. Wang, 

Abstr. 01.2-7, XIII International Congress of Crystallography, Hamburg, Federal Republic of Germany, August 

1984. 

 33. Crystal Structure of Bence Jones Protein Pav.  J. P. Rose, D. Yang, Z. B. Xu, W. Furey Jr., C. S. Yoo, B. C. Wang 

and M. Sax, Abstr. 01.4-3, XIII International Congress of Crystallography, Hamburg, Federal Republic of 

Germany, August 1984. 

 34.  On the Conservation of Protein-Solvent Interactions in Immunoglobulin Variable Domains.  S. Swaminathan, W. 

Furey Jr., C. S. Yoo, B. C. Wang and M. Sax, Abstr. 02.12-2, XIII International Congress of Crystallography, 

Hamburg, Federal Republic of Germany, August 1984. 

 35.  Crystal Structure of Bence Jones Protein Pav at 2.8Å.  J. P. Rose, S. Swaminathan, D. Yang, W. Furey, C. S. Yoo, 

B. C. Wang and M. Sax, Abstr. PB15, American Crystallographic Association Summer Meeting, Stanford, CA, 

August 1985. 
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 36. On the Case of Protein Structure Determination in Space Group P1 Using One Isomorphous Derivative Which 

Contains Only One Substituted Heavy Atom.  B. C. Wang, Abstr. PB22, American Crystallographic Association 

Summer Meeting, Stanford, CA, August 1985. 

 37. Structure Determination of Cd, Zn Metallothionein Using Anomalous Scattering Data from Native Crystals.  B. C. 

Wang, W. Furey, A. H. Robbins, L. L. Clancy and C. D. Stout, 43rd Pittsburgh Diffraction Conference, Pittsburgh, 

PA, November 1985. 

 38. Recent Experiences With the Use of SIR and/or Single-Wavelength Anomalous Scattering Data in the 

Macromolecular Phasing Process.  B. C. Wang, Abstr. L1, American Crystallographic Association Annual Meeting, 

McMaster University, Ontario, Canada, June 1986. 

 39. A New Crystal Form of Ricin-OR.  W. R. Chang, L. Chen, C. H. Wei, L. Abrams, M. Sax and B. C. Wang, Abstr. 

P5, 44th Annual Pittsburgh Diffraction Conference, Pittsburgh, PA, October 1986.  

 40. Preliminary Crystal Data of a Glutamine Binding Protein.  P. Chen, Y. J. Chung, B. C. Wang, Q. Shen, P. F. Cottam 

and C. Ho, Abstr. P6, 44th Annual Pittsburgh Diffraction Conference, Pittsburgh, PA, October 1986. 

 41. The New X-ray Diffraction Facility for Macromolecular Studies at the University of Pittsburgh.  J. P. Rose and B. 

C. Wang, Abstr. P10, 44th Annual Pittsburgh Diffraction Conference, Pittsburgh, PA, October 1986. 

 42. Crystal Structure of Soybean Trypsin Inhibitor, E-II, a Member of the Bowman-Birk Inhibitor Family.  P. Chen, J. 

P. Rose, C. H. Wei and B. C. Wang, Abstr. P10, 45th Annual Pittsburgh Diffraction Conference, Charlottesville, 

VA, November 1987. 

 43. Factors Affecting the Data Reproducibility on an Area Detector.  J. P. Rose and B. C. Wang, Abstr. P13, 45th 

Annual Pittsburgh Diffraction Conference, Charlottesville, VA, November 1987. 

 44. Progress in the Determination of the Structure of the Octameric Histone Core of the Nucleosome.  B. C. Braden, G. 

Arents, W. E. Love, E. N. Moudrianakis and B. C. Wang, Abstr. PD5, American Crystallographic Association 

Annual Meeting, Philadelphia, PA, June 1988. 

 45. Crystals of Bacteriophage T7 RNA Polymerase.  R. Sousa, E. M. Lafer, J. P. Rose and B. C. Wang, Abstr. PD17, 

American Crystallographic Association Annual Meeting, Philadelphia, PA, June 1988. 

 46. Crystal Structure of a Bowman-Birk Type Inhibitor, PI-II at 2.5Å Resolution.  P. Chen, J. P. Rose, R. Love, C. H. 

Wei and B. C. Wang, Abstr. PJ16, American Crystallographic Association Annual Meeting, Philadelphia, PA, June 

1988. 

 47. Crystallographic Analysis of T7 RNA Polymerase.  Y. J. Chung, R. Sousa, J. P. Rose, E. Lafer and B. C. Wang, 

Abstr. P1, 46th Annual Pittsburgh Diffraction Conference, Pittsburgh, PA, November 1988. 

 48. The Structure of T7 RNA Polymerase at 4Å Resolution.  Y. J. Chung, R. Sousa, J. P. Rose, E. Lafer and B. C. 

Wang, Abstr. PB27, American Crystallographic Association Annual Meeting, Seattle, WA, July 1989. 

 49.  Crystal Structure of a Bowman-Birk Type Proteinase Inhibitor, PI-II Refined at 2.5Å Resolution.  P. Chen, J. P. 

Rose, R. Love, C. H. Wei and B. C. Wang, Abstr. PB28, American Crystallographic Association Annual Meeting, 

Seattle, WA, July 1989. 

 50. The Refined Crystal Structure of Ricin-OR at 3.0Å Resolution.  L. Chen, W. R. Chang, J. P. Rose, C. H. Wei and B. 

C. Wang, Abstr. PB29, American Crystallographic Association Annual Meeting, Seattle, WA, July 1989. 

 51. The Use of Single-Wavelength Anomalous Scattering Data in the Structure Determination of a Neurophysin-

Dipeptide Complex From an Incorporated Iodine Atom.  L. Chen, J. P. Rose, E. Breslow and B. C. Wang, Abstr. 

P7, 47th Annual Pittsburgh Diffraction Conference, Pittsburgh, PA, November 1989. 

 52. Preliminary Crystallographic Studies on an Aldehyde Dehydrogenase.  J. P. Rose, I. Kuo, R. Lindahl, J. Hempel 

and B. C. Wang, Abstr. P8, 47th Annual Pittsburgh Diffraction Conference, Pittsburgh, PA, November 1989. 

 53. Three-dimensional Structure of Bacteriophage T7 RNA Polymerase at 4Å Resolution.  Y. J. Chung, R. Sousa, J. P. 

Rose, E. Lafer and B. C. Wang, Abstr. P9, 47th Annual Pittsburgh Diffraction Conference, Pittsburgh, PA, 

November 1989. 

 54. The Use of Single-Wavelength Anomalous Scattering Data in the Structure Determination of a Neurophysin-

Dipeptide Complex From an Incorporated Iodine Atom.  B. C. Wang, L. Chen, E. Breslow and J. P. Rose, Abstr. 

C06, American Crystallographic Association Annual Meeting, New Orleans, LA, April 1990.   
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 55. Preliminary Crystallographic Studies on an Aldehyde Dehydrogenase.  J. Hempel, J. P. Rose, I. Kuo, R. Lindahl 

and B. C. Wang, Abstr. PA27, American Crystallographic Association Annual Meeting, New Orleans, LA, April 

1990. 

 56. Collecting Useful Single-Wavelength Anomalous Scattering Data on a Siemens X100 Area Detector.  J. P. Rose 

and B. C. Wang, Abstr. PB32, American Crystallographic Association Annual Meeting, New Orleans, LA, April 

1990. 

 57. Three-Dimensional Structure of Bovine Neurophysin II-Dipeptide Complex at 2.8Å Resolution.  L. Chen, J. P. 

Rose, E. Breslow, C. S. Yoo, M. Sax and B. C. Wang, Abstr. PG08, American Crystallographic Association Annual 

Meeting, New Orleans, LA, April 1990. 

 58. Resolution of Phase Ambiguity in Macromolecular Crystallography by a Noise Filtering Process.  B. C. Wang, 

Abstracts (p. 12) of Converging Approaches in Computational Biology, Albany Conference, Albany, NY, 

September 1990. 

 59. Structure of T7 RNA Polymerase at 4Å.  R. Sousa, Y. J. Chung, J. P. Rose, E. Lafer and B. C. Wang, Abstr. PA18, 

American Crystallographic Association Annual Meeting, Toledo, OH, July 1991. 

 60. Single Crystals of a Chimeric T7/T3 RNA Polymerase With T3 Promoter Specificity.  E. M. Lafer, Y. J. Chung, B. 

C. Wang and R. Sousa, Abstr. PA19, American Crystallographic Association Annual Meeting, Toledo, OH, July 

1991. 

 61. Crystals of Glutathione S-Transferase.  J. H. Fu, K. Zeng, J. P. Rose, M. F. Tam, C. P. D. Tu and B. C. Wang, 

Abstr. PA27, American Crystallographic Association Annual Meeting, Toledo, OH, July 1991. 

 62. Preliminary Crystallographic Analysis of Cardiotoxin V with Major Fusion Activity From Taiwan Cobra (Naja naja 

atra) Venom.  C. J. Chen, J. P. Rose, C. D. Hsiao, T. J. Lee, W. G. Wu and B. C. Wang,  Abstr. PA46, American 

Crystallographic Association Annual Meeting, Toledo, OH, July 1991. 

 63. Molecular Replacement Analysis of the Neurophysin-Oxytocin Complex.  J. P. Rose and B. C. Wang, Abstr. PG33, 

American Crystallographic Association Annual Meeting, Toledo, OH, July 1991. 

 64. Crystals of a Bovine Neurophysin II-Tripeptide Complex.  E. Benatan, J. P. Rose and B. C. Wang, Abstr. PG34, 

American Crystallographic Association Annual Meeting, Toledo, OH, July 1991. 

 65. Molecular Replacement Analysis of a Cardiotoxin V with Major Fusion Activity From Taiwan Cobra (Naja naja 

atra) Venom.  J. P. Rose, C. D. Hsiao, Y. J. Sun, W. G. Wu and B. C. Wang, Abstr. P-40, 49th Pittsburgh 

Diffraction Conference, Columbus, OH, November 1991. 

 66. Preliminary Structure of the Neurophysin-Oxytocin Complex.  J. P. Rose and B. C. Wang, Abstr. P-41, 49th 

Pittsburgh Diffraction Conference, Columbus, OH, November 1991. 

 67. Structure of T7 RNA Polymerase.  B. C. Wang, R. Sousa, Y. J. Chung, J. P. Rose and E. Lafer, Abstr. R004, 

Keystone Symposium on Fundamental Mechanism of Transcription, Copper Mt., CO, April 1992. 

 68. Comparison of the Alpha-Carbon Trace of Bacteriophage T7 RNA Polymerase and the Klenow Fragment of DNA 

Polymerase I Reveals a 'Polymerase Fold'.  R. Sousa, J. P. Rose, Y. J. Chung, and B. C. Wang, Abstr. BB03, 

American Crystallographic Association Annual Meeting and 50th Annual Pittsburgh Diffraction Conference, 

Pittsburgh, PA, August 1992. 

 69. The Octameric Histone Core of Nucleosome: Problems Encountered in the Structure Determination.  B. C. Wang, J. 

P. Rose, G. Arents and E. N. Moudrianakis, Abstr. EE02, American Crystallographic Association Annual Meeting 

and 50th Annual Pittsburgh Diffraction Conference, Pittsburgh, PA, August 1992. 

 70. Molecular Dynamics Simulations of Hormone Carrier Protein Neurophysin With and Without Ligand.  P. Arjunan, 

J. P. Rose and B. C. Wang, Abstr. PA39, American Crystallographic Association Annual Meeting and 50th Annual 

Pittsburgh Diffraction Conference, Pittsburgh, PA, August 1992. 

 71.  X-ray Diffraction Analysis of Isoenzyme 3-3 Rat Liver Glutathione S-Transferase: New Crystal Forms.  J. H. Fu, J. 

P. Rose, M. F. Tam, and B. C. Wang, Abstr. PA57, American Crystallographic Association Annual Meeting and 

50th Annual Pittsburgh Diffraction Conference, Pittsburgh, PA, August 1992. 

 72. Crystallographic Analysis of Human Chimeric a Class Glutathione S-Transferase.  K. Zeng, J. P. Rose, C. P. D. Tu 

and B. C. Wang, Abstr. PA58, American Crystallographic Association Annual Meeting and 50th Annual Pittsburgh 

Diffraction Conference, Pittsburgh, PA, August 1992. 
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 73. Crystallographic Analysis of a Glutamine Binding Protein.  C. D. Hsiao, Y. J. Sun, J. P. Rose, C. Ho and B. C. 

Wang, Abstr. PA63, American Crystallographic Association Annual Meeting and 50th Annual Pittsburgh 

Diffraction Conference, Pittsburgh, PA, August 1992. 

 74. Crystallographic Analysis of a Class 3 Aldehyde Dehydrogenase.  Y. J. Sun, C. D. Hsiao, J. P. Rose, I. Kou, J. 

Hempel and B. C. Wang, Abstr. PA79, American Crystallographic Association Annual Meeting and 50th Annual 

Pittsburgh Diffraction Conference, Pittsburgh, PA, August 1992. 

 75. The Structure of the Neurophysin-Oxytocin Complex at 2.8Å Resolution.  J. P. Rose and B. C. Wang, Abstr. PB59, 

American Crystallographic Association Annual Meeting and 50th Annual Pittsburgh Diffraction Conference, 

Pittsburgh, PA, August 1992. 

 76. The Nucleosomal Core Histone Octamer at 3.1Å Resolution: A Tripartite Protein Assembly and a Left-Handed 

Superhelix.  E. N. Moudrianakis, G. Arents, R. W. Burlingame, W. E. Love and B. C. Wang, Abstr. PB74, 

American Crystallographic Association Annual Meeting and 50th Annual Pittsburgh Diffraction Conference, 

Pittsburgh, PA, August 1992. 

 77. Crystal Structure of a Glutamine-Binding Protein at 2.5Å Resolution.  C.D. Hsiao, Y. J. Sun, J. P. Rose, P. F. 

Cottam, C. Ho, and B.C. Wang, Abstr. A27, The Fifth International Symposium and Workshop of the Society of 

Chinese Bioscientists in America, Baltimore, MD, June 1993. 

 78. The Refined Crystal Structure of a Neurophysin-Oxytocin Complex at 2.8Å Resolution.  J. P. Rose, C. D. Hsiao and 

B. C. Wang, Abstr. PS-03.11.12, XVI Congress and General Assembly of the International Union of 

Crystallography, Beijing, China, August 1993. 

 79. The Refined Crystal Structure of a Neurophysin-Dipeptide Complex at 2.5Å Resolution.  C. K. Wu, J. P. Rose and 

B. C. Wang, Abstr. PS-03.11.13, XVI Congress and General Assembly of the International Union of 

Crystallography, Beijing, China, August 1993. 

 80. The Intimate Interactions of the Love Hormone: The Crystal Structure of a Neurophysin-Oxytocin Complex.  J. P. 

Rose, C. D. Hsiao and B. C. Wang, Abstr. P-17, 51st Annual Pittsburgh Diffraction Conference, Valley Forge, PA, 

November 1993. 

 81. The Thumb's Knuckle: Flexibility in the Thumb Subdomain of T7 RNA Polymerase is Revealed by the Structure of 

a Chimeric T7/T3 RNA Polymerase.  R. Sousa, J. P. Rose and B. C. Wang, Abstr. PB05, Annual Meeting of the 

American Crystallographic Association, Atlanta, GA, June 25-July 1, 1994. 

 82. Crystals of Glutamine-Binding Protein in Various Conformational States.  C-D. Hsiao, Y-J. Sun, J. P. Rose, P. F. 

Cottam, C. Ho and B. C. Wang, Abstr. PK04, Annual Meeting of the American Crystallographic Association, 

Atlanta, GA, June 25-July 1, 1994. 

 83. Structure of a Chimeric Human Alpha Glutathione S-transferase, GST121, and its Temperature Sensitive G82R 

mutant.  K. Zeng. J. P. Rose, C. Strickland, H.-C. Chen, C.-P. D. Tu and B. C. Wang, Annual Meeting of the 

American Crystallographic Association, Atlanta, GA June 25-July 1, 1994. 

 84. Preliminary Structure of A Neurophysin Hydrin I Complex.  B. Hu, J. Fu, J. Rose and B. C. Wang, Abstr. W058, 

Annual Meeting of the American Crystallographic Association, Montreal, Canada, July 23-28, 1995. 

 85. The Crystal Structure of Ligand-Free Neurophysin.  C. K. Wu, J. Rose, E. Breslow and B. C. Wang, W059, Annual 

Meeting of the American Crystallographic Association, Montreal, Canada, July 23-28, 1995. 

 86. Crystal Structure of Human Liver Mu Class Glutathione S-Transferase 1A-1A.  P. L. Ong, K. Zeng, J. Rose, C. P. 

D. Tu and B. C. Wang, W091, Annual Meeting of the American Crystallographic Association, Montreal, Canada, 

July 23-28, 1995. 

 87. An analysis of Data Collection Strategies and Data Reduction Software for Image Plate Data.  B. Hu, J. Rose and 

B.C. Wang, Abstr. PS-01.04.12, XVII Congress and General Assembly of the International Union of 

Crystallography, Seattle, WA, August 8-17, 1996. 

 88. The Crystal Structure of Class 3 Aldehyde Dehydrogenase and Implications to the Class 1 and 2 Enzymes.  Z.-J. 

Liu, J. Sun, J. Rose, D. Hsiao, W.-R. Chang, Y.-J. Chung, I. Kuo, J. Hempel, R. Lindahl and B. C. Wang, Abstr. 

PS-04.01.18, XVII Congress and General Assembly of the International Union of Crystallography, Seattle, WA, 

August 8-17, 1996. 
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